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3 <110> APPLICANT: RIEPING, MECHTHILD 

4 BASTUCK, CHRISTINE 

5 HERMANN, THOMAS 

6 THIERBACH, GEORG 

8 <120> TITLE OF INVENTION: FERMENTATIVE PROCESS FOR THE PREPARATION OF L-AMINO ACIDS 

9 USING STRAINS OF THE FAMILY ENTEROBACTERIACEAE 
11 <130> FILE REFERENCE: 21123/283 665/MAS 

13 <140> CURRENT APPLICATION NUMBER: 09/963,6686 

14 <141> CURRENT FILING DATE: 2001-09-27 

16 <150> PRIOR APPLICATION NUMBER: DE 100 48 605.3 

17 <151> PRIOR FILING DATE: 2000-09-30 

19 <150> PRIOR APPLICATION NUMBER: DE 100 55 516.0 

20 <151> PRIOR FILING DATE: 2000-11-09 

22 <150> PRIOR APPLICATION NUMBER: DE 101 30 192.8 

23 <151> PRIOR FILING DATE: 2001-06-22 
25 <160> NUMBER OF SEQ ID NOS : 19 

27 <170> SOFTWARE: Patentln Ver . 2.1 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 1623 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Escherichia coli 

34 <220> FEATURE: 

35 <221> NAME/KEY: CDS 

36 <222> LOCATION: (1)..(1620) 

37 <223> OTHER INFORMATION: pckA 
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68 ctt tec ggc aaa 

69 Leu Ser Gly Lys 

70 115 

73 ccg gat act cgt 

74 Pro Asp Thr Arg 
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77 gcg cat ttt gtc 
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276 485 490 495 

278 Arg Asn Thr Tyr Ala Ser Pro Glu Gin Trp Gin Glu Lys Ala Glu Thr 

279 500 505 510 

281 Leu Ala Lys Leu Phe lie Asp Asn Phe Asp Lys Tyr Thr Asp Thr Pro 

282 515 520 525 

284 Ala Gly Ala Ala Leu Val Ala Ala. Gly Pro Lys Leu 

285 530 535 540 

289 <210> SEQ ID NO: 3 

290 <211> LENGTH: 1156 

291 <212> TYPE: DNA 

292 <213> ORGANISM: Escherichia coli 

294 <220> FEATURE : 

295 <221> NAME/KEY: misc_feature 

296 <222> LOCATION: (1)..(1156) 

297 <223> OTHER INFORMATION: Mutagene DNA 

299 <220> FEATURE: 

300 <221> NAME/KEY: misc_f eature 

301 <222> LOCATION: (1) . . (35) 

302 <223> OTHER INFORMATION: Technical DNA/residues of the polylinker sequence 

304 <220> FEATURE: 

305 <221> NAME/KEY: misc_f eature 

306 <222> LOCATION: (36).. (522) 

307 <223> OTHER INFORMATION: Part of the 5' region (pckl) of the pckA gene 

309 <220> FEATURE: 

310 <221> NAME/KEY: misc_f eature 

311 <222> LOCATION: (523).. (542) 

312 <223> OTHER INFORMATION: Technical DNA/residues of the polylinker sequence 

314 <220> FEATURE: 

315 <221> NAME/KEY: misc_f eature 

316 <222> LOCATION: { 54 3 ) . . ( 1105 ) 

317 <223> OTHER INFORMATION: Part of the 3' region (pck2) of the pckA gene 

319 <220> FEATURE: 

320 <221> NAME/KEY: misc_f eature 

321 <222> LOCATION: ( 1106 )..( 1156 ) 

322 <223> OTHER INFORMATION: Technical DNA/residues of the polylinker sequence 

324 <400> SEQUENCE: 3 

325 ctagtaacgg ccgccagtgt gctggaattc ggcttgatcc gagcctgaca ggttatgagc 60 

326 gcggggtgtt aactaatctg ggtgccgttg ccgtcgatac cgggatcttc accggtcgtt 120 

327 caccaaaaga taagtatatc gtccgtgacg ataccactcg cgatactttc tggtgggcag 180 

328 acaaaggcaa aggtaagaac gacaacaaac ctctctctcc ggaaacctgg cagcatctga 240 

329 aaggcctggt gaccaggcag ctttccggca aacgtctgtt cgttgtcgac gctttctgtg 300 

330 gtgcgaaccc ggatactcgt ctttccgtcc gtttcatcac cgaagtggcc tggcaggcgc 360 

331 attttgtcaa aaacatgttt attcgcccga gcgatgaaga actggcaggt ttcaaaccag 420 

332 actttatcgt tatgaacggc gcgaagtgca ctaacccgca gtggaaagaa cagggtctca 480 

333 actccgaaaa cttcgtggcg tttaacctga ccgagcgcat gcaagccgaa ttctgcagat 540 

334 cctgaagatg gcactatcga ctttgatgat ggttcaaaaa ccgagaacac ccgcgtttct 600 

335 tatccgatct atcacatcga taacattgtt aagccggttt ccaaagcggg ccacgcgact 660 

336 aaggttatct tcctgactgc tgatgctttc ggcgtgttgc cgccggtttc tcgcctgact 720 

337 gccgatcaaa cccagtatca cttcctctct ggcttcaccg ccaaactggc cggtactgag 780 
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